This Page Is Inserted by IFW Operations 
and is not a part of the Official Record 



BEST AVAILABLE IMAGES 

Defective images within this document are accurate representations of 
the original documents submitted by the applicant. 

Defects in the images may include (but are not limited to): 

• BLACK BORDERS 

• TEXT CUT OFF AT TOP, BOTTOM OR SIDES 

• FADED TEXT 

• ILLEGIBLE TEXT 

• SKEWED/SLANTED IMAGES 

• COLORED PHOTOS 

• BLACK OR VERY BLACK AND WHITE DARK PHOTOS 

• GRAY SCALE DOCUMENTS 



IMAGES ARE BEST AVAILABLE COPY, 



As rescanning documents will not correct images, 
please do not report the images to the 
Image Problem Mailbox. 



Mr (K) 
250— 



150— 



p 








o 




o 


O 






I j 


i} : 



100— ; 



CO 
CL 



CO 




p135 
(HAUSP) 




Peptide Sequences 

1. YDAGEHGLQEAEK 

2. DFEPQPGNMSHPR 

3. KLYYQQLK 

4. FMYDPQTDQNIK 

5. IQDYDVSLDK 



CO 
ID 
CL 



CL- 
OG 

< 



CO 

CL 



CM 



LU 



LU 

o ^ o ^ 
S . 9= 5 9= 



-p53 




p53 (IP) 

p53 (Crude Extracts) 
Actin 



FIG. 1/17 



BRMFS1 474708v 1 



b 

a 





FIG. 2/17 



BRMFS1 474708vl 



a 





FIG. 3/17 



BRMFS1 474708v 1 




F-USP11 - 

F-HAUSP _ 
(A207-564) 

F-HAUSP - 

MDM2 - 



— + — 
+ - - 
+ + + 



F-HAUSP 

P:HA^f(A207.564) 



. _j*e- P53 



- GFP 




FIG. 4/17 



BRMFS1 474708v 1 




FIG. 5/17 



BRMFS1 474708v 1 



1 mnhqqqqqqq kageqqlsep edmemeagdt ddppritqnp vingnvalsd ghntaeedme 
61 ddtswrseat fqftverfsr lsesvlsppc fvrnlpwkim vmprfypdrp hqksvgfflq 
121 cnaesdstsw schaqavlki inyrddeksf srrishlffh kendwgfsnf mawsevtdpe 
181 kgfidddkvt fevfvqadap hgvawdskkh tgyvglknqg atcymnsllq tlfftnqlrk 
241 avymmptegd dssksvplal qrvfyelqhs dkpvgtkklt ksfgwetlds fmqhdvqelc 
301 rvlldnvenk mkgtcvegti pklfrgkmvs yiqckevdyr sdrredyydi qlsikgkkni 
361 fesfvdyvav eqldgdnkyd agehglqeae kgvkfltlpp vlhlqlmrfm ydpqtdqnik 
421 indrfefpeq lpldeflqkt dpkdpanyil havlvhsgdn hgghyvvyln pkgdgkwckf 
481 dddvvsrctk eeaiehnygg hdddlsvrhc tnaymlvyir esklsevlqa vtdhdipqql 
541 verlqeekri eaqkrkerqe ahlymqvqiv aedqfcghqg ndmydeekvk ytvfkvlkns 
601 slaefvqsls qtmgfpqdqi rlwpmqarsn gtkrpamldn eadgnktmie lsdnenpwti 
661 fletvdpela asgatlpkfd kdhdvmlflk mydpktrsln ycghiytpis ckirdllpvm 
721 cdragfiqdt slilyeevkp nlteriqdyd vsldkaldel mdgdiivfqk ddpendnsel 
781 ptakeyfrdl yhrvdvifcd ktipndpgfv vtlsnrmnyf qvaktvaqrl ntdpmllqff 
841 ksqgyrdgpg nplrhnyegt lrdllqffkp rqpkklyyqq lkmkitdfen rrsfkciwln 
901 sqfreeeitl ypdkhgcvrd lleeckkave lgekasgklr lleivsykii gvhqedelle 
961 clspatsrtf rieeipldqv didkenemlv tvahfhkevf gtfgipfllr ihqgehfrev 
1021 mkriqslldi qekefekfkf aivmtgrhqy inedeyevnl kdfepqpgnm shprpwlgld 
1081 hfnkapkrsr ytylekaiki hn 
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1 gtacgtgcgc gtctccctgc cgccgccgcc gcccgccgcg ggccgccccg gggccgccgt 
61 cgccgacgac gcgcgggagg aggaggagga ggccgccccg ccgccgccgc cgccgccgcc 
121 gccccggctc gccgccgccc gcccgccggg ctcgcagccc cggcccccgg ccgcaggcga 
181 ggcccaggcc gcggccgaca tgaaccacca gcagcagcag cagcagcaga aagcgggcga 
241 gcagcagttg agcgagcccg aggacatgga gatggaagcg ggagatacag atgacccacc 
301 aagaattact cagaaccctg tgatcaatgg gaatgtggcc ctgagtgatg gacacaacac 
361 cgcggaggag gacatggagg atgacaccag ttggcgctcc gaggcaacct ttcagttcac 
421 tgtggagcgc ttcagcagac tgagtgagtc ggtccttagc cctccgtgtt ttgtgcgaaa 
48 1 tctgccatgg aagattatgg tgatgccacg cttttatcca gacagaccac accaaaaaag 
541 cgtaggattc tttctccagt gcaatgctga atctgattcc acgtcatggt cttgccatgc 
601 acaagcagtg ctgaagataa taaattacag agatgatgaa aagtcgttca gtcgtcgtat 
661 tagtcatttg ttcttccata aagaaaatga ttggggattt tccaatttta tggcctggag 
721 tgaagtgacc gatcctgaga aaggatttat agatgatgac aaagttacct ttgaagtctt 
781 tgtacaggcg gatgctcccc atggagttgc gtgggattca aagaagcaca caggctacgt 
841 cggcttaaag aatcagggag cgacttgtta catgaacagc ctgctacaga cgttattttt 
901 cacgaatcag ctacgaaagg ctgtgtacat gatgccaacc gagggggatg attcgtctaa 
961 aagcgtccct ttagcattac aaagagtgtt ctatgaatta cagcatagtg ataaacctgt 
1021 aggaacaaaa aagttaacaa agtcatttgg gtgggaaact ttagatagct tcatgcaaca 
1081 tgatgttcag gagctttgtc gagtgttgct cgataatgtg gaaaataaga tgaaaggcac 
1141 ctgtgtagag ggcaccatac ccaaattatt ccgcggcaaa atggtgtcct atatccagtg 
1201 taaagaagta gactatcggt ctgatagaag agaagattat tatgatatcc agctaagtat 
1261 caaaggaaag aaaaatatat ttgaatcatt tgtggattat gtggcagtag aacagctcga 
1321 tggggacaat aaatacgacg ctggggaaca tggcttacag gaagcagaga aaggtgtgaa 
1381 attcctaaca ttgccaccag tgttacatct acaactgatg agatttatgt atgaccctca 
1441 gacggaccaa aatatcaaga tcaatgatag gtttgaattc ccagagcagt taccacttga 
1501 tgaatttttg caaaaaacag atcctaagga ccctgcaaat tatattcttc atgcagtcct 
1561 ggttcatagt ggagataatc atggtggaca ttatgtggtt tatctaaacc ccaaagggga 
1621 tggcaaatgg tgtaaatttg atgacgacgt ggtgtcaagg tgtactaaag aggaagcaat 
1681 tgagcacaat tatgggggtc acgatgacga cctgtctgtt cgacactgca ctaatgctta 
1741 catgttagtc tacatcaggg aatcaaaact gagtgaagtt ttacaggcgg tcaccgacca 
1801 tgatattcct cagcagttgg tggagcgatt acaagaagag aaaaggatcg aggctcagaa 
1861 gcggaaggag cggcaggaag cccatctcta tatgcaagtg cagatagtcg cagaggacca 
1921 gttttgtggc caccaaggga atgacatgta cgatgaagaa aaagtgaaat acactgtgtt 
1981 caaagtattg aagaactcct cgcttgctga gtttgttcag agcctctctc agaccatggg 
2041 atttccacaa gatcaaattc gattgtggcc catgcaagca aggagtaatg gaacaaaacg 
2101 accagcaatg ttagataatg aagccgacgg caataaaaca atgattgagc tcagtgataa 
2161 tgaaaaccct tggacaatat tcctggaaac agttgatccc gagctggctg ctagtggagc 
2221 gaccttaccc aagtttgata aagatcatga tgtaatgtta tttttgaaga tgtatgatcc 
2281 caaaacgcgg agcttgaatt actgtgggca tatctacaca ccaatatcct gtaaaatacg 
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2341 tgacttgctc ccagttatgt gtgacagagc aggatttatt caagatacta gccttatcct 
2401 ctatgaggaa gttaaaccga atttaacaga gagaattcag gactatgacg tgtctcttga 
2461 taaagccctt gatgaactaa tggatggtga catcatagta tttcagaagg atgaccctga 
2521 aaatgataac agtgaattac ccaccgcaaa ggagtatttc cgagatctct accaccgcgt 
2581 tgatgtcatt ttctgtgata aaacaatccc taatgatcct ggatttgtgg ttacgttatc 
2641 aaatagaatg aattattttc aggttgcaaa gacagttgca cagaggctca acacagatcc 
2701 aatgttgctg cagtttttca agtctcaagg ttatagggat ggcccaggta atcctcttag 
2761 acataattat gaaggtactt taagagatct tctacagttc ttcaagccta gacaacctaa 
2821 gaaactttac tatcagcagc ttaagatgaa aatcacagac tttgagaaca ggcgaagttt 
288 1 taaatgtata tggttaaaca gccaatttag ggaagaggaa ataacactat atccagacaa 
2941 gcatgggtgt gtccgggacc tgttagaaga atgtaaaaag gccgtggagc ttggggagaa 
3001 agcatcaggg aaacttaggc tgctagaaat tgtaagctac aaaatcattg gtgttcatca 
3061 agaagatgaa ctattagaat gtttatctcc tgcaacgagc cggacgtttc gaatagagga 
3121 aatccctttg gaccaggtgg acatagacaa agagaatgag atgcttgtca cagtggcgca 
3181 tttccacaaa gaggtcttcg gaacgttcgg aatcccgttt ttgctgagga tacaccaggg 
3241 cgagcatttt cgagaagtga tgaagcgaat ccagagcctg ctggacatcc aggagaagga 
3301 gtttgagaag tttaaatttg caattgtaat gacgggccga caccagtaca taaatgaaga 
3361 cgagtatgaa gtaaatttga aagactttga gccacagccc ggtaatatgt ctcatcctcg 
3421 gccttggcta gggctcgacc acttcaacaa agccccaaag aggagtcgct acacttacct 
3481 tgaaaaggcc attaaaatcc ataactgatt tccaagctgg tgtgttcaag gcgaggacgg 
3541 tgtgtgggtg gccccttaac agcctagaac tttggtgcac gtgccctcta gccgaagtct 
3601 tcagcaagag gattcgctgc tggtgttaat tttattttat tgaggctgtt cagtttggct 
3661 tctctgtatc tattgactgc cctttttgag caaaatgaag atgtttttat aaagcttgga 
3721 tgccaatgag agttatttta tggtaaccac agtgcaaggc aactgtcagc gcaatggggg 
3781 agaagaggtt agtggatcgg gggtccctgg ctcaaggtct ctgggctgtc cctagtgggc 
3841 acgagtggct cggctgcctt cctggggtcc cgtgcaccag ccctgcagct agcaagtctt 
3901 gtgtttaggc tcgtctgacc tatttccttc agttatactt tcaatgacct tttgtgcatc 
3961 tgttaaggca aaacagagaa actcacaacc taataaatag cgctcttccc ttcaaaaaaa 
4021 aa 
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